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Figure S2. Pearson correlation coefficient for maize proteome data. 
 
 
 
 
 
 
 
S5 
 
 
Figure S3. Pearson correlation coefficient for maize phosphoproteome data. 
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Figure S4. GO enrichment analysis (p<0.04) of significantly differential maize proteins, with 
all identified maize proteins as background dataset. 
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Supplemental Note. Generating annotated spectra and link to the annotated spectra. 
 
To generate the annotated spectra, we used the following workflow: to parse just the msms 
scan results and the peak list files we used a modified in house MaxQuant parser 
(https://github.com/compomics/colims/tree/master/colims-distributed/). We then combined 
the separate results and extracted the relevant msms IDs. Subsequently, all relevant data were 
presented as a PDF composed out of jfreechart (http://www.jfree.org/) charts. We made the 
annotated spectra for the uniquely identified phosphosites from Arabidopsis and maize 
available through https://zenodo.org/record/60018 (doi:10.5281/zenodo.60018). 
